Amino acid % abundanceln (% abundaCost (ATP) Cost (ATP/tinln (% abundaOrganism Genomic GC cR % abundanR In(% abund

A 8.2554 2.11086753 11.7 11.7 1.177 A. thaliana 0.36 -0.5998612 -0.6451639
C 1.226 0.20375684 24.7 741 1.058
D 5.6055 1.72374826 12.7 114.3 1.058
E 7.263 1.98279297 15.3 76.5 1.058
F 3.9496 1.37361431 52 208 1.632
G 7.6919 2.04016783 11.7 11.7 1.177
H 1.8889 0.63599465 38.3 536.2 1.058
I 5.276 1.66316823 32.3 64.6 2.127
K 7.1432 1.96616086 30.3 242.4 1.632
L 8.505 2.14065423 27.3 54.6 2.387
M 2.2663 0.81814855 34.3 445.9 0.611
N 3.8493 1.34789131 14.7 147 1.632
P 4.7738 1.56314263 20.3 60.9 1.177
Q 3.3873 1.22003314 16.3 130.4 1.058
R 4.7941 1.567386 27.3 109.2 1.813
S 7.5431 2.02063324 11.7 70.2 2.157
T 5.449 1.69543211 18.7 112.2 1.751
\ 7.3239 1.99114297 23.3 46.6 1.751
W 1.0416 4,08E-02 74.3 891.6 3.70E-02
Y 2.767 1.0177637 50 350 1.632
A 8.0216  2.0821379 11.7 11.7 1.987 T. gammatole 0.54 -0.4243748 -0.3894329
C 0.5011 -0.6909496 24.7 741 1.133
D 5.4069 1.68767592 12.7 114.3 1.133
E 8.8216 2.17720326 15.3 76.5 1.133
F 3.6787 1.30255943 52 208 0.973
G 7.7964 2.05366209 11.7 11.7 1.987
H 1.7692 0.57052747 38.3 536.2 1.133
I 7.0663 1.955337 32.3 64.6 1.351
K 7.5457 2.02097786 30.3 242.4 0.973
L 8.2096  2.1053042 27.3 54.6 2.181
M 2.5658 0.94227032 34.3 445.9 0.356
N 3.2444 1.17693043 14.7 147 0.973




R % abundan R In(% abundR In(% abundance), observed vs predicted
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-0.7448834 -0.8450979 0.49792769
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2.30933228
-1.1457039
1.79085906
2.06910076
1.20489238
2.03565944
0.45374721

1.8511284
2.09103656
2.07535822
0.84886806
1.49846166
1.19897031
1.26725741
1.50338827
1.70000961
1.77361247
2.06937858

-0.586987
0.98879742

2.10754297
0.34825963
1.68922828

14.7
20.3
16.3
27.3
11.7
18.7
23.3
74.3

50

11.7
24.7
12.7
15.3

52
11.7
38.3
32.3
30.3
27.3
34.3
14.7
20.3
16.3
27.3
11.7
18.7
23.3
74.3

50

11.7
24.7
12.7

147
60.9
130.4
109.2
70.2
112.2
46.6
891.6
350

11.7
741
114.3
76.5
208
11.7
536.2
64.6
242.4
54.6
445.9
147
60.9
130.4
109.2
70.2
112.2
46.6
891.6
350

11.7
741
114.3

1.436
1.484
1.114
2.009
2.212
1.807
1.807
0.246
1.436

1.336 S. pyogenes
1.09
1.09
1.09

1.537

1.336
1.09

2.013

1.537

2.361

0.596

1.537

1.336
1.09

1.913

2.188

1.783

1.783

0.148

1.537

1.484 G. gallus
1.114
1.114

0.39

0.42

-0.5738249

-0.6166312

-0.5630161

-0.6895094




-0.7886328

-0.8191444

-0.9215407 0.58719613

-0.9363247 0.70847817




<s<-dumOTVZIrRA—"IOTM

7.3495
3.5913
7.7212
2.0332
5.2442
7.5956
8.5171
2.442
3.8641
4.85
3.9229
5.4784
6.6432
5.3958
6.5154
0.9138
2.8622

1.99463228
1.27851425
2.04396979
0.70961091

1.6571227
2.02756913
2.14207591
0.89281738

1.3517288

1.5789787
1.36683118
1.70081309
1.89359378
1.68562087
1.87416861

-9.01E-02
1.05159056

15.3

52
11.7
38.3
32.3
30.3
27.3
34.3
14.7
20.3
16.3
27.3
11.7
18.7
23.3
74.3

50

76.5
208
11.7
536.2
64.6
242.4
54.6
445.9
147
60.9
130.4
109.2
70.2
112.2
46.6
891.6
350

1.114
1.436
1.484
1.114
1.894
1.436
2.332
0.569
1.436
1.484
1.114
2.009
2.212
1.807
1.807
0.246
1.436




